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We'd like to hear from you! Questions or suggestions? Talk to us at this conference or contact us via help@uniprot.org.

UniProt is mainly supported by the National Institutes of Health (NIH) grant 2 UO1 HG02712-04. Additional support for the EBI's involvement in UniProt comes from the
European Commission (EC)'s FELICS grant (021902RII3) and from the NIH grant 1ROTHGO2273-01. UniProtkB/Swiss-Prot activities at the SIB are supported by the Swiss
Federal Government through the Federal Office of Education and Science. PIR activities are also supported by the NIH grants and contracts HHSN266200400061C, NCI-
caBIG, and 1RO1GM080646-01, and the National Science Foundation (NSF) grant 11S-0430743.
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